ABSTRACT Legionella pneumophila outbreak investigations require the development of reliable typing methods to better understand the genetic relationships of the isolates involved. Here, we report the draft genome sequences of four clinical Legionella pneumophila isolates obtained between 2000 and 2012 in Ontario, Canada.
Accession number(s).
This whole-genome project has been deposited at DDBJ/EMBL/ GenBank under the accession numbers listed in Table 1 . The versions described in this paper are the first versions.
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